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IN THE CLAIMS : 

The beloVv listing of claims will replace all prior versionis of claims in the referenced 
application. All ilaiiri amendments are made without fnrejudice or disclaimer. 

Claims l-iO, (cancelled) 

11. (PreVipusly amended) A method of detecting a nucleic acid molecule having a 
chromosomal abeirrattdny said method compriSiflg 

providing a pairlof ilncleic acid probes to i detect chromosomal , aberrations in hematological 
malignancies a^d to analyze a sample believed to contain said nucleic acid, said pair of 
nucleic acid prbbes* having comparable size>:said size being selected fix>m the group 
consisting; of 1; to 100 kb, 1 to 10 kb, 7 to 15 kb, 10 to 20 kb, 10 to 30 kb, 20 to 40 kb, 30 
to 50 kb, 40 to,6p kb, 50 to 70 kb, 60 to 80 kb, 70 to 90 kb and 80 to 100 kb, and said pair 
of nucleic; acid jprdbes flanking a potential brieakpoint in a single chromosome, each of 
said pair! of liiiicleiG acid probes bbing labeled with at least one different reporter 
molecule;; 

hybridizing said pair ofihucleic acid probes to said nucleic acid; and 

detecting the presence of a split signal that arises after a break within said potential breakpoint in 
Ihe case of a chromosomal aberration. ; 
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12. (Prb\ioU5ly amended) A method of detecting cells suspected of having a 
chromosomal ab^iratitai^ said method comprising: 

providing a pair: of nucleic acid probes to detect chromosomal aberrations in hematological 
malignancies todjo analyze nucleic acid of sidd cells, said pair of nucleic acid probes 
having comparable size, said size beitig selected from the group consisting of 1 to 100 kb, 
1 to 10 kb, 7 to.:15 kb^ 10 to 20 kb, 10 to 30 kb, 20 to 40 kb, 30 to 50 kb, 40 to 60 kb, 50 
to 70 kb, 60 to 80 kb, 70 to 90 kb and 80 to 100 kb, and said pair of nucleic acid probes 
flanking a potential breakpoint in a stngje chromosome, each of said pair of nucleic acid 
probes beteg libieled with at least. one. different reporter molecule; 
hybridiiiinfi said liair dfttucleio acid probes to the nucleic acid of at leiist one of said cells; and 
detecting the presence <rf a split signal that arises after break within said potential breakpoint in 
the case of a chromosomal aberration. 

Claims 13i"21;i(6atioelled) 

j • , i ' 

22. (Previously amended) A method of detecting a break within a potential biealqpoint of 
a single chromosdme/said method comprising: 

associating a pair of j nucleic acid probes for detection of chromosome aberrations in 
hematological mialignaihcies and a sample believed to contain nucleic acid complementary 
to said pair of liucleic acid probes, said pair Of nucleic acid probes having comparable 
size, said size bemg selected, from the. group cohsisting of 1 to 100 kb, 1 to 10 kb, 7 to 15 
kb, 10 to 20 kb,iiiato30 kb, 20 to 40 kb, 30 to 50 kb, 40 to 60 kb, 50 to 70 kb, 60 to 80 
kb, 70 to ^0 kb iand 80 to 100 kb, each nucleic acid probe of said pair of nucleic acid 
probes beihg Mbeled with at least one! different ^reporter molecule and flanking a potential 
breakpoint in skid single chroniosome; 

hybridizing said p|air of inucleic acid probes to: said nucleic acid; and 

determining whether^ split-signal that arises ^afier a break within said potential breakpoint in the 
case of a ohroniofsomal aberration is present in said ssimple. 
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23. (Ciiri;ently Amended) Th^ pnir rif miQlQiQ;nflid probofl of method according to claim 
22, which pan: of nucleic acid ptobes hybridize to a nticleic acid molecule at a genomic distance 
of from about 50 kb to no more than 1 00 kb, : 



24. (Currently Amended) The poir df nuoloto noid proboa - of method according to claim 
22, wherein the at lea^ one reporter molecule of said at least one different report molecule is 
selected from the gix^up consisting of Enzymes, chromcphores, fluorochromes, and haptens. 

25. (Currently i Amended) The pair of miol B io | ooid - pFob e o h iof method according to claim 
24, wherein the i)air bif nucleic acid probes hybridi2e to. a single corresponding nucleic acid 
molecule, 

26. (Currently Amended) The pfttt^ftf H ^wsl e io - jQoid prob e s of method according to claim 



25, wherein the single corresponding nucleic acid; 
chromosome. 



molecule is at least a fragment of a 



27. (Currently Amended) The pnir nf niiD^ B io i iioid prob e o of method according to claim 
26, wherein the clirompsome is not aberrant, 

28. (Currently Amended) The pair of nuoleio aoid proboQ of method according to claim 
22 which hybridize in situ.- 

29. (Currently Amended) The pair of nuoloio tioid prob e o of method according to claim 
28, which pair of nucleic acid probes each hybridize in situ to only a few linear DNA 
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